. Demographics of the patients with HTLV-1 from whom DNA samples for LTR quantification were taken. Figure S1 . Structures of extrachromosomal DNA in HTLV infected cells and primer design rational. Linear viral DNA (A) is synthesized in the cytoplasm after cell infection and can circularise to form 1-(B) or 2-LTR DNA circles (C). 1LTR DNA circles are formed through the deletion of either LTR; 2LTR DNA circles are formed at the U3-U5 junction where the LTRs from each end of the HTLV-1 DNA connect. Specific primer pairs (arrows) were designed to selectively amplify circularised DNA (sequences are shown in Table 1 ). LTR: long terminal repeats; gag, pol, env(pX): gene regions coding for viral proteins. 
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